Paciente: Paciente Cédigo do paciente: CT 12

Médico: BIOMA4ME Coleta realizada em: 19/04/2019 @ b i O m a4m e

Data de nascimento: Amostra recebida em: 29/05/2019
Idade: 29 anos e 10 meses Resultado liberado em:29/06/2019

Peso:5550 kg Altura: 158.00 cm Protocolo: CT 12 1 GS RNA I |TS

Resultado em: www.bioma4me.com.br

LAUDO RESUMO

INDICADORES RESULTADO REFERENCIA INDICADOR

FILO
ABUNDANCIA - Indicador F + B 69.55% Entre 85% a 95% [
PROPORCAO - Indicador F/B 4.21 Entre 0,7 a 1,0 [ ]
DIVERSIDADE 9.26 Maior que 7 [ ]
DISTRIBUICAO Inadequada Adequado ()
RIQUEZA 815 Maior que 540 [ J
Akkermansia muciniphila 17.495% Entre 1% a 5% [ ]
Faecalibacterium prausnitzii 1.801% Entre 5% a 12% [ ]
Bifidobacterium spp 0.040% Entre 1% a 6%

PATOGENAS

Nao foram identificadas espécies patogénicas na microbiota sequenciada.

4 PERFIL DA COMPOSICAO DA MICROBIOTA INTESTINAL

PESQUISA REALIZADA PARA

Assinatura microbiana néo realizada devido a auséncia de literatura conclusiva para a enfermidade relatada ou auséncia de relatos de condi¢ées especificas de

saude.
Ruminococcus gnavus 0.1550% <0,1% [ ]
Candida albicans 0.450% - ®

Biomédico responsavel: Dr. Rafael Malagoli Rocha, MSc, PhD. CRBM: 15771-SP

Os dados contidos neste relatério necessitam de correlacao clinica, laboratorial e radiologica pra interpretacéo e uso na pratica clinica. Consulte sempre o seu profissional de satde.
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27| LAUDO COMENTADO

1| ANALISE DE FILO

A) ABUNDANCIA (Indicador Firmicutes + Bacteroidetes)

Outros

Actinobacteria
3,84%

\

Euryarchaeota
Resultado: 69,55% 7,02%

Desejavel: Entre 85% a 95% Bacteroidetes
13,35%

Classificacao: Inadequado Firmicutes

56,20%

Verrucomicrobia
17,52%

Comentérios:

® Elevado percentual de Firmicutes e baixo percentual de Bacteroidetes.

® Elevado percentual do filo Verrucomicrobia. Uma expansdo anormal deste filo pode se associar a uma répida degradacdo da camada
protetora de muco intestinal, favorecendo uma permeabilidade intestinal aumentada.
e Presenca de filos atipicos: Euryarchaeota.

B) PROPORGAO (Indicador Firmicutes / Bacteroidetes)

Resultado: 4,21 & . * @ 13,35% - Bacteroidetes
Desejavel: Entre 0,7 a 1,0

Classificacdo: Inadequado & * . @ 56,20% - Firmicutes
Comentarios:

e |ndicador F/B fora da faixa desejéavel devido ao alto percentual de Firmicutes e baixo percentual de Bacteroidetes.

2 | ANALISE DE GENERO

[ 4
@ b ' Om a4m e Biomédico responsavel: Dr. Rafael Malagoli Rocha, MSc, PhD. CRBM: 15771-SP

Os dados contidos neste relatdrio necessitam de correlag&o clinica, laboratorial e radiolégica para interpretagéo e uso na prética clinica. Consulte sempre o seu profissional de satde.




Paciente: Paciente Cadigo do paciente: CT2 Data de nascimento:

A) DIVERSIDADE (indice de Simpson)

Resultado: 9,26 | | | | | |
e

Desejavel: Maior que 7

Classificagdo: Adequado

Comentérios:

e Diversidade microbiana com valor desejavel. Baixos valores deste indicador se correlacionam com o aumento de doencas metabolicas e
inflamatérias além de possivelmente representar uma fragilidade imunolégica. Uma microbiota diversificada desempenha um papel crucial
na protecdo contra a colonizacdo de patdgenos no intestino humano.

B) DISTRIBUICAO

GENERO PERCENTUAL CLASSIFICACAO
Akkermansia Verrucomicrobia 17,48% .
Bacteroides Bacteroidetes 7,69% ‘
Ruminococcus Firmicutes 7,45% ‘
Eubacterium Firmicutes 6,30% ‘
Methanobrevibacter Euryarchaeota 5,89% .
Butyrivibrio Firmicutes 554% ‘
Phascolarctobacterium Firmicutes 3,41% ‘
Anaerostipes Firmicutes 3,34% ‘
Streptococcus Firmicutes 297% ‘
Parabacteroides Bacteroidetes 2,93% ‘

Classificacdo: Inadequada

Comentérios:

o AKKERMANSIA: Elevado percentual de Akkermansia (percentual desejavel na microbiota ente 1% e 5%).

® RUMINOCOCCUS: Percentual atipico de Ruminococcus. Embora possam ser residentes do trato gastrintestinal humano, ainda n&o foi bem
estabelecido pela literatura qual é o seu percentual desejavel no intestino. Estudos apontam sua relacdo aumentada com sindrome do
intestino irritavel (SIl) e casos de diarreia.

e METHANOBREVIBACTER: Percentual atipico de Methanobrevibacter. Embora ndo seja sido descrito na literatura um percentual desejavel
deste género na microbiota intestinal, sabe-se que espécies de Methanobrevibacter estdo associados & producdo de metano e sintomas
gastrointestinais como dor e distensdo abdominal.

3| ANALISE DE ESPECIES
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@ b ' Om a4m e Biomédico responsavel: Dr. Rafael Malagoli Rocha, MSc, PhD. CRBM: 15771-SP

Os dados contidos neste relatdrio necessitam de correlag&o clinica, laboratorial e radiolégica para interpretagéo e uso na prética clinica. Consulte sempre o seu profissional de satde.




Paciente: Paciente Cadigo do paciente: CT2 Data de nascimento:

A) RIQUEZA DE ESPECIES
Resultado 815 0 0 e
Desejével: Maior que 540 >250 300 350 351-399 400 500 >650

Classificagdo: Adequado

Comentérios:

e Encontrada riqueza microbiana desejével. Niveis adequados deste indice s&o considerados caracteristicas de saUde e estabilidade intestinal,
pois a variedade bacteriana tende a fornecer um repertério microbiano apto a produzir respostas fisiolégicas adequadas.

B) PRESENCA DE ESPECIES
| - PRESENCA ESPECIES DE BACTERIAS PROTETORAS

AKKERMANSIA MUCINIPHILA

Resultado: 17,50% | | |
Il

Desejavel: Entre 1% a 5% SO,Z 0,5 1a5 5,5 >6

Classificacao: Inadequado

Comentarios:

o Verificado elevado percentual de Akkermansia muciniphila. A. muciniphila é considerada uma bactéria mucolitica que vive na camada de
muco intestinal, favorecendo o equilibrio da permeabilidade intestinal. Quando presente em niveis adequados esta espécie bacteriana tem
demonstrado potencial papel anti-inflamatério, além de ser associada a melhoria de fungdes metabdlicas e respostas imunes e melhora da
funcdo barreira do intestino.

FAECALIBACTERIUM PRAUSNITZI

Resultado: 1,81%
Desejavel: Entre 5% a 12%

w

Classificacdo: Inadequado

Comentérios:

o Verificado percentual abaixo do desejavel para Faecalibacterium prausnitzii. Esta espécie benéfica estd entre as principais bactérias
produtoras de butirato do microbioma intestinal. Essa bactéria tem sido considerada um indicador da salde, pois se sua abundancia é
alterada (reducdo ou aumento), podem ocorrer processos inflamatérios e/ou alérgicos associado ao seu percentual.

BIFIDOBACTERIUM SSP

Resultado: 0,04% - ] | ] -
| | |

Desejavel: Entre 1% a 6% <04 05 1a6 7 >8

Classificacao: Inadequado

Comentérios:
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Os dados contidos neste relatdrio necessitam de correlag&o clinica, laboratorial e radiolégica para interpretagéo e uso na prética clinica. Consulte sempre o seu profissional de satde.



Paciente: Paciente Cadigo do paciente: CT2 Data de nascimento:

Verificado percentual de Bifidobacterium spp. abaixo do desejavel. Bifidobacterium estdo entre as primeiras bactérias a colonizar o trato
gastrointestinal humano, estas espécies podem exercer beneficios positivos a salde de seu hospedeiro por meio de suas atividades
metabdlicas e producdo de acidos graxo de cadeia curta promotores da saude intestinal.

Il - PRESENCA ESPECIES DE BACTERIES PATOGENAS

BACTERIAS PATOGENICA RESULTADO REFERENCIA CLASSIFICACAO

1 Bacteroides fragilis Negativo Referéncia <0,5% '
2 Campylobacter jejuni Negativo N&o especificada

3 Chlamydia trachomatis Negativo N&o especificada ‘
4 Chlamydophila pneumoniae Negativo N&o especificada ‘
5 Chlamydophila psittaci Negativo Nao especificada ‘
6 Clostridium botulinum Negativo Nao especificada ‘
7 Clostridium difficile Negativo Nao especificada '
8 Corynebacterium diphtheriae Negativo N&o especificada ‘
9 Ehrlichia chaffeensis Negativo N&o especificada ‘
10 Enterococcus faecalis Negativo N&o especificada ‘
1" Enterococcus Faecium Negativo Nao especificada ‘
12 Escherichia coli Negativo Referéncia <0,1% ‘
13 Gardnerella Negativo Nao especificada '
14 Helicobacter pylori Negativo N&o especificada ‘
15 Klebsiella pneumoniae Negativo N&o especificada ‘
16 Legionella pneumophila Negativo N&o especificada ‘
17 Pseudomonas aeruginosa Negativo Nao especificada ‘
18 Rickettsia rickettsii Negativo Nao especificada ‘
19 Salmonella Negativo Nao especificada '
20 Serratia marcescens Negativo N&o especificada ‘
21 Shigella dysenteriae Negativo N&o especificada ‘
22 Shigella sonnei Negativo N&o especificada ‘
23 Staphylococcus aureus Negativo Nao especificada ‘
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@ b ' Om a4m e Biomédico responsavel: Dr. Rafael Malagoli Rocha, MSc, PhD. CRBM: 15771-SP

Os dados contidos neste relatdrio necessitam de correlag&o clinica, laboratorial e radiolégica para interpretagéo e uso na prética clinica. Consulte sempre o seu profissional de satde.




Paciente: Paciente Cadigo do paciente: 16-101-05029 Data de nascimento:

24 Streptococcus agalactiae Negativo N&o especificada ‘
25 Streptococcus pneumoniae Negativo N&o especificada ‘
26 Streptococcus pyogenes Negativo Nao especificada ‘
27 Streptococcus viridans Negativo Nao especificada ‘
28 Vibrio cholerae Negativo Nao especificada ‘
29 Yersinia pestis Negativo Nao especificada ‘

* Bactéria identificada em valor clinicamente n&o significativo

Classificagdo: Adequada

4 | PERFIL DA COMPOSICAO DA MICROBIOTA INTESTINAL  ——_M

Assinatura microbiana ndo realizada devido a auséncia de literatura conclusiva para a enfermidade relatada ou auséncia de relatos de
condicdes especificas de saude.

ACHADOS ATIPICOS - BACTERIAS E FUNGOS

RUMINOCOCCUS GNAVUS COMENTARIOS
Resultado: 0,16%

Desejavel: <0,1% e Bactéria produtora de polissacarideo inflamatério associada ao desenvolvimento de

Classificacdo: Inadequada doencas  inflamatdrias.

CANDIDA ALBICANS COMENTARIOS
Resultado: 0,15%

Desejavel: Nao descrito ® Espécie fungica reconhecida como patdégeno oportunista. Elevados percentuais na
microbiota intestinal tém sido associados ao tratamento com antibiéticos, e problemas de

Classificagdo: Atipica saude, como disturbios digestivos (gases e diarreia).

CONCLUSAO FINAL

Encontrada DISBIOSE caracterizada por:

e Distorcdo de filos (elevado percentual de Firmicutes e Actinobacteria, baixo percentual de Bacteroidetes, presenca de filo atipico:
Euryarchaeota).

e Alto percentual do género Akkermansia, atipico percentual dos géneros Ruminococcus e Methanobrevibacter.
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Os dados contidos neste relatdrio necessitam de correlag&o clinica, laboratorial e radiolégica para interpretagéo e uso na prética clinica. Consulte sempre o seu profissional de satde.




Paciente: Paciente Cadigo do paciente: CT2 Data de nascimento:

Alto percentual de Akkermansia muciniphila.

Baixo percentual de Faecalibacterium prausnitzii.

Baixo percentual de Bifidobacterium.

Presenca de bactérias e fungos associadas a condicdes inflamatérias/autoimunes.
INFORMACOES TECNICAS PARA REALIZACAO DO EXAME

ANALISE DE QUALIDADE DO TESTE

Qualidade da amostra Aprovada (ou solicitada nova amostra)
Qualidade do sequenciamento Aprovada
METODOLOGIA

Sequenciamento de Ultima Geragdo (Massivo Paralelo) da microbiota intestinal por PCR Amplicon dos genes 16S (regido V3-V4) e ITS1 em
sequenciador NextSeq (lllumina, Inc).

A classificagédo taxondmica € atual e realizada no aplicativo 16S Metagenomics (lllumina, Inc).

A identificagdo dos microrganismos é feita através da comparacdo com os bancos de dados genéticos RefSeq para bactérias e The UNITE
Fungal para fungos.

A caracterizagdo da microbiota intestinal de cada paciente obedece ao seguinte processo: primeiro, a amostra € processada para obtengdo
do DNA de todas as bactérias e fungos que estdo presentes na amostra fornecida. Apds quantificagéo e analise de qualidade, esse DNA é
utilizado na identificagdo de cada espécie de bactéria e fungo através da amplificacéo dos genes 16S rRNA e ITS1 rRNA, respectivamente.

QUALIDADE DA ANALISE DA AMOSTRA

Total de leituras Leituras aprovadas no Controle de Qualidade Total de leituras

365816 365816 100%

NIVEL TAXONOMICO LEITURAS CLASSIFICADAS AO NIVEL TAXONOMICO LEITURAS CLASSIFICADAS AO NIVEL TAXONOMICO

reino 365816 100,00%
filo 364940 99,76%
classe 361549 98,83%
ordem 361497 98,81%
familia 357195 97,64%
género 341986 93,48%
espécie 265873 72,67%
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Os dados contidos neste relatdrio necessitam de correlag&o clinica, laboratorial e radiolégica para interpretagéo e uso na prética clinica. Consulte sempre o seu profissional de satde.




ﬂ LISTA DAS BACTERIAS DETECTADAS

Bacteria Verrucomicrobia Verrucomicrobiae Verrucomicrobiales Verrucomicrobiaceae Akkermansia muciniphila 63956 17.50%
Archaea Euryarchaeota Methanobacteria Methanobacteriales Methanobacteriaceae Methanobrevibacter - 21577 591%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Butyrivibrio crossotus 20290 555%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Ruminococcus bromii 15431 423%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Anaerostipes - 12192 3.34%
Bacteria Firmicutes Negativicutes Selenomonadales Acidaminococcaceae Phascolarctobacterium faecium 11487 315%
Bacteria Firmicutes Bacilli Lactobacillales Streptococcaceae Streptococcus - 10773 2.95%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides dorei 10494 2.88%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Eubacterium eligens 9484 260%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Porphyromonadaceae Parabacteroides distasonis 8900 2.44%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Fusicatenibacter saccharivorans 7949 218%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Ruminococcus faecis 7477 2.05%
Bacteria Actinobacteria Actinobacteria Coriobacteriales Coriobacteriaceae - - 6959 191%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Faecalibacterium prausnitzii 6586 181%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Gemmiger formicilis 6023 165%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Neglecta timonensis 5625 154%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Eubacterium hallii 5428 149%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides caccae 4652 128%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Eubacterium siraeum 4425 1.22%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides massiliensis 4307 118%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae - - 416 113%
Bacteria Firmicutes Clostridia Clostridiales - - - an4 113%
Archaea Euryarchaeota Methanobacteria Methanobacteriales Methanobacteriaceae Methanosphaera stadtmanae 4100 113%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Porphyromonadaceae Barnesiella intestinihominis 3919 108%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Oscillibacter - 3778 1.04%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Oscillibacter sp. 3636 100%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_XII Acidaminobacter hydrogenoformans 3438 0.95%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae - - 3358 0.92%
Bacteria Firmicutes - - - - - 3299 0.91%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides uniformis 2960 0.81%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Lactobacillus rogosae 2639 0.73%
Bacteria Actinobacteria Actinobacteria Coriot l Coriot Gordonibacter - 2572 0.71%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Ruminococcus champanellensis 2384 0.66%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Rikenellaceae Alistipes - 2369 0.65%
Bacteria Synergistetes Synergistia Synergistales Synergistaceae Cloacibacillus evryensis 2325 0.64%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides - 2299 0.63%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia luti 2243 0.62%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Papillibacter cinnamivorans 2234 0.62%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Clostridium_IV - 2192 0.60%
Bacteria Actinobacteria Actinobacteria Coriot ' Coriot Eggerthella - 2130 059%
Bacteria Firmicutes Clostridia Clostridiales Peptostreptococcaceae Romboutsia timonensis 2098 0.58%
Bacteria Proteobacteria Betaproteobacteria Burkholderiales Sutterellaceae Parasutterella excrementihominis 1960 0.54%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Roseburia faecis 1806 0.50%
Bacteria Firmicutes Negativicutes Selenomonadales Veillonellaceae Veillonella - 1700 0.47%

@ b iom a4m e Biomédico responsavel: Dr. Rafael Malagoli Rocha, MSc, PhD. CRBM: 15771-SP

Os dados contidos neste relatério necessitam de correlacao clinica, laboratorial e radiologica pra interpretacéo e uso na pratica clinica. Consulte sempre o seu profissional de satde.




REIN ORDEM FAMILIA GENERO ESPECIE PERCENT

Bacteria Bacteroidetes Bacteroidia Bacteroidales Porphyromonadaceae Parabacteroides merdae 1en 0.45%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia obeumn 1601 0.44%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium - 1531 0.42%
Bacteria Firmicutes Clostridia Clostridiales Peptococcaceae_2 Desulfotomaculum - 1323 0.37%
Bacteria Firmicutes Erysipelotrichia Erysipelotrichales Erysipelotrichaceae Clostridium_XVIIl - 171 0.32%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia faecis 165 0.32%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Caproiciproducens galactitolivorans 155 0.32%
Bacteria Firmicutes Bacilli L llal L [ Lactobacillus - 149 0.32%
Bacteria Firmicutes Negativicutes Selenomonadales Acidaminococcaceae Phascolarctobacterium - 1016 0.28%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Pseudobacteroides - 961 0.27%
Bacteria Firmicutes Clostridia Clostridiales Eubacteriaceae Eubacterium coprostanoligenes 934 0.26%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia - 919 0.26%
Bacteria Firmicutes Bacilli Bacillales Bacillales_incertae_sedis Bacillus schlegelii 892 0.25%
Bacteria - - - - - - 875 0.24%
Bacteria Actinobacteria Actinobacteria Coriobacteriales Coriobacteriaceae Raoultibacter massiliensis 866 0.24%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Ruminococcus torques 864 0.24%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Frisingicoccus caecimuris 836 0.23%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Clostridium_XVa - 808 0.23%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides thetaiotaomicron 763 0.21%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides intestinalis 669 0.19%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Eubacterium ruminantium 666 0.19%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Dorea longicatena 651 0.18%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Ruminococcus lactaris 637 0.18%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Eubacterium ventriosum 623 0.17%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus rubiinfantis 619 0.17%
Bacteria Firmicutes Erysipelotrichia Erysipelotrichales Erysipelotrichaceae Longicatena caecimuris 612 017%
Bacteria Firmicutes Erysipelotrichia Erysipelotrichales Erysipelotrichaceae Clostridium spiroforme 609 0.17%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Lachnobacterium bovis 578 0.16%
Bacteria Actinobacteria Actinobacteria Actinomycetales Actinomycetaceae Varibaculum - 576 0.16%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides salyersiae 542 0.15%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Eubacterium oxidoreducens 526 0.15%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Prevotellaceae Paraprevotella clara 521 0.15%
Bacteria Proteobacteria Deltaproteobacteria Desulfovibrionales Desulfovibrionaceae Bilophila wadsworthia 516 0.15%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Ruminococcus2 - 497 0.14%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Clostridium scindens 466 0.13%
Bacteria Firmicutes Erysipelotrichia Erysipelotrichales Erysipelotrichaceae Longibaculum muris 444 013%
Bacteria Firmicutes Clostridia Clostridiales Eubacteriaceae Eubacterium callanderi 424 0.12%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Clostridium bolteae 422 0.12%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_XIll Ihubacter massiliensis 420 0.12%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Clostridium hylemonae 416 0.12%
Bacteria Firmicutes Bacilli Bacillales Bacillales_incertae_sedis Hydrogenibacillus - 410 0.12%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Prevotellaceae Prevotella disiens 405 0.12%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Colidextribacter massiliensis 402 0.11%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Clostridium leptum 400 0.11%
Bacteria Firmicutes Clostridia Clostridiales Eubacteriaceae Emergencia timonensis 399 0.11%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides wvulgatus 382 0.11%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Subdoligranulum variabile 375 0.11%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Caloramator - 363 0.10%
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REIN -_ ORDEM FAMILIA GENERO ESPECIE PERCENT

Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Dorea formicigenerans 0.10%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides stercoris 341 0.10%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides finegoldii 330 0.09%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Flavonifractor plautii 319 0.09%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_XIV Anaerobranca - 294 0.08%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Rikenellaceae Alistipes shahii 287 0.08%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Rikenellaceae Alistipes obesi 283 0.08%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerofilum - 281 0.08%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia caecimuris 276 0.08%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Roseburia hominis 272 0.08%
Bacteria Tenericutes Mollicutes Acholeplasmatales Acholeplasmataceae Acholeplasma - 266 0.08%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_3 Brassicibacter thermophilus 262 0.08%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides rodentium 260 0.08%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Rikenellaceae Alistipes ihumii 257 0.08%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Porphyromonadaceae Muribaculum intestinale 244 0.07%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Prevotellaceae Prevotella buccalis 236 0.07%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Ruminococcus - 225 0.07%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Rikenellaceae Alistipes indistinctus 213 0.06%
Bacteria Actinobacteria Actinobacteria Actinomycetales Actinomycetaceae Actinomyces odontolyticus 210 0.06%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Eubacterium uniforme 209 0.06%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Drancourtella massiliensis 202 0.06%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Phocea massiliensis 202 0.06%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia glucerasea 202 0.06%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Cuneatibacter caecimuris 200 0.06%
Bacteria Synergistetes Synergistia Synergistales Synergistaceae Cloacibacillus - 197 0.06%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Anaeromassilibacillus senegalensis 196 0.06%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Pseudoflavonifractor capillosus 195 0.06%
Bacteria Actinobacteria Actinobacteria Actinomycetales Actinomycetaceae Mobiluncus - 190 0.06%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Rikenellaceae Alistipes putredinis 188 0.06%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Clostridium jeddahense 186 0.06%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Mageeibacillus indolicus 182 0.05%
Bacteria Synergistetes Synergistia Synergistales Synergistaceae - - 180 0.05%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Clostridium viride 179 0.05%
Bacteria Firmicutes Clostridia Clostridiales Peptostreptococcaceae Romboutsia - 178 0.05%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Porphyromonadaceae Odoribacter splanchnicus 177 0.05%
Bacteria candidate_division WPS Unclassified Unclassified Unclassified uncultured eubacterium 170 0.05%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Acetivibrio ethanolgignens 169 0.05%
Bacteria P ia Alphapr i Caulot ale: Hyphomonadaceae Henriciella - 167 0.05%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Negativibacillus massiliensis 162 0.05%
Bacteria P ia Deltap! bacteria Desulfovibrionale: Desulfovibrionaceae Desulfovibrio desulfuricans 161 0.05%
Bacteria Firmicutes Erysipelotrichia Erysipelotrichales Erysipelotrichaceae Clostridium ramosum 147 0.04%
Bacteria Firmicutes Clostridia Clostridiales Eubacteriaceae Eubacterium desmolans 141 0.04%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Lachnospiracea_incertae_sedis - 137 0.04%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Porphyromonadaceae Porphyromonas - 136 0.04%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Porphyromonadaceae Parabacteroides sp. 135 0.04%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia hydrogenotrophica 134 0.04%
Bacteria Firmicutes Erysipelotrichia Erysipelotrichales Erysipelotrichaceae - - 131 0.04%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Ethanoligenens harbinense 130 0.04%
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Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Ruminococcus torques(NR_115502.1) 0.04%
Bacteria Firmicutes Negativicutes Selenomonadales Veillonellaceae Anaerovibrio lipolyticus 125 0.04%
Bacteria Firmicutes Clostridia Clostridiales Gracilibacteraceae Lutispora thermophila 123 0.04%
Bacteria Firmicutes Bacilli Bacillales Paenibacillaceae_1 Paenibacillus brasilensis 123 0.04%
Bacteria Firmicutes Bacilli Bacillales N - - 121 0.04%
Bacteria Actinobacteria Actinobacteria Bifidobacteriales Bifidobacteriaceae Bifidobacterium animalis n5 0.04%
Bacteria Firmicutes Negativicutes Selenomonadales Veillonellaceae Dialister propionicifaciens 15 0.04%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Porphyromonadaceae Butyricimonas virosa n3 0.03%
Bacteria Firmicutes Bacilli Lactobacillales Streptococcaceae Lactococcus - n2 0.03%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Roseburia - m 0.03%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Rikenellaceae Alistipes finegoldii m 0.03%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Clostridium lactatifermentans 106 0.03%
Bacteria Firmicutes Clostridia Clostridiales Christensenellaceae Christensenella massiliensis 95 0.03%
Bacteria Verrucomicrobia Verrucomicrobiae Verrucomicrobiales Verrucomicrobiaceae - - 93 0.03%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus colihominis 93 0.03%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_lII Caldicellulosiruptor owensensis 93 0.03%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Clostridium_lll - el 0.03%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Clostridium methylpentosum 87 0.03%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Proteiniclasticum ruminis 85 0.03%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Porphyromonadaceae Butyricimonas paravirosa 85 0.03%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Clostridium caenicola 85 0.03%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Sporobacter termitidis 81 0.03%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Clostridium citroniae 78 0.03%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Flintibacter butyricus 77 0.03%
Bacteria Firmicutes Clostridia Clostridiales Unclassified Vallitalea guaymasensis 76 0.03%
Bacteria Actinobacteria Actinobacteria Actinomycetales Actinomycetaceae Actinomyces graevenitzii 76 0.03%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Clostridium glycyrrhizinilyticum 74 0.03%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_X| Finegoldia magna 72 0.02%
Bacteria Firmicutes Bacilli Lactobacillales Streptococcaceae Streptococcus hongkongensis 7 0.02%
Bacteria Firmicutes Clostridia Clostridiales Peptostreptococcaceae Peptoanaerobacter stomatis 7 0.02%
Bacteria Firmicutes Bacilli Lactobacillales Lactobacillaceae Lactobacillus rhamnosus 70 0.02%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Clostridium aldenense 69 0.02%
Bacteria Firmicutes Clostridia Clostridiales Proteinivoraceae Proteinivorax tanatarense 68 0.02%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Lactonifactor longoviformis 68 0.02%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Oxobacter - 68 0.02%
Bacteria Actinobacteria Actinobacteria Cori Cori Olsenella profusa 67 0.02%
Bacteria Actinobacteria Actinobacteria Actinomycetales Actinomycetaceae Actinomyces - 67 0.02%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus - 67 0.02%
Bacteria Firmicutes Clostridia Clostridiales Peptoniphilaceae Peptoniphilus - 67 0.02%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides nordii 66 0.02%
Bacteria Firmicutes Clostridia Clostridiales Peptostreptococcaceae Proteocatella sphenisci 66 0.02%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Mordavella massiliensis 62 0.02%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_XIll Casaltella massiliensis 62 0.02%
Bacteria Firmicutes Clostridia Clostridiales Eubacteriaceae Eubacterium - 61 0.02%
Bacteria Firmicutes Bacilli Lactobacillales Leuconostocaceae Leuconostoc - 60 0.02%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Lachnospira multipara 60 0.02%
Bacteria Firmicutes Clostridia Clostridiales Peptoniphilaceae Peptoniphilus lacrimalis 60 0.02%
Bacteria Firmicutes Clostridia Clostridiales Eubacteriaceae Anaerofustis stercorihominis 59 0.02%
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Bacteria Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides xylanisolvens 0.02%
Bacteria Firmicutes Negativicutes Selenomonadales Veillonellaceae Mitsuokella - 59 0.02%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Porphyromonadaceae Parabacteroides gordonii 58 0.02%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Muricomes intestini 57 0.02%
Bacteria Poribacteria Unclassified Unclassified Unclassified uncultured Chloroflexi 56 0.02%
Bacteria Ignavibacteriae Ignavibacteria Ignavil Ignavil Melioribacter roseus 56 0.02%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium acetireducens 54 0.02%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Roseburia inulinivorans 54 0.02%
Bacteria Bacteroidetes - N N - - 53 0.02%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Ruminococcus gnavus 53 0.02%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Porphyromonadaceae Coprobacter - 51 0.02%
Bacteria Firmicutes Clostridia Clostridiales Peptoniphilaceae Peptoniphilus coxii 51 0.02%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Cellulosilyticum - 49 0.02%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_X| Anaerococcus vaginalis 49 0.02%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Acutalibacter muris 48 0.02%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Caloramator mitchellensis 47 0.02%
Bacteria Firmicutes Clostridia Clostridiales Peptostreptococcaceae Peptostreptococcus stomatis 46 0.02%
Bacteria Firmicutes Erysipelotrichia Erysipelotrichales Erysipelotrichaceae Clostridium innocuum 45 0.02%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_XI Murdochiella asaccharolytica 44 0.02%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_4 - - 43 0.02%
Bacteria Proteobacteria Deltaproteobacteria Desulfovibrionales Desulfomicrobiaceae Desulfomicrobium - 42 0.02%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Eisenbergiella tayi 42 0.02%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Intestinimonas butyriciproducens 42 0.02%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Clostridium cellulosi 42 0.02%
Bacteria Firmicutes Bacilli Bacillales Bacillaceae_1 Bacillus - 42 0.02%
Bacteria Firmicutes Negativicutes Selenomonadales Veillonellaceae Anaeroglobus - 42 0.02%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Hydrogenoanaerobacterium saccharovorans 41 0.02%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Rikenellaceae Alistipes onderdonkii 40 0.02%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 - - 39 0.02%
Bacteria Firmicutes Erysipelotrichia Erysipelotrichales Erysipelotrichaceae Clostridium saccharogumia 39 0.02%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Ruminococcus gauvreauii 39 0.02%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia producta 38 0.02%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Eubacterium xylanophilum 38 0.02%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Lachnoclostridium pacaense 38 0.02%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Pseudobutyrivibrio ruminis 35 0.01%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Butyricicoccus pullicaecorum 35 0.01%
Bacteria Firmicutes Negativicutes Selenomonadales Acidaminococcaceae Acidaminococcus - 34 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Anaerostipes caccae 33 0.01%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Prevotellaceae Prevotella - 32 0.01%
Bacteria Firmicutes Bacilli Bacillales Bacillales_Incertae_Sedis_XI Gemella - 32 0.01%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Clostridium sp. 30 0.01%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Porphyromonadaceae - - 30 0.01%
Bacteria Firmicutes Erysipelotrichia Erysipelotrichales Erysipelotrichaceae Turicibacter sanguinis 30 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Caloramator fervidus 30 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Clostridium symbiosum 30 0.01%
Bacteria Actinobacteria Actinobacteria Cori Cori Collinsella aerofaciens 30 0.01%
Bacteria Firmicutes Clostridia N N - - 29 0.01%
Bacteria P ia Betaproteot ia Burkholderiales Oxalobacteraceae Actimicrobium antarcticum 29 0.01%
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Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Eubacterium rectale 0.01%
Bacteria Firmicutes Clostridia Clostridiales Unclassified Natranaerovirga pectinivora 28 0.01%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Ruminococcus albus 28 0.01%
Bacteria Parcubacteria Unclassified Unclassified Unclassified Parcubacteria_genera_incertae_sedis - 27 0.01%
Bacteria Actinobacteria Actinobacteria Bifidobacteriales Bifidobacteriaceae Bifidobacterium - 26 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_lII Caldicellulosiruptor - 26 0.01%
Bacteria Actinobacteria Actinobacteria Actinomycetales Micrococcaceae Rothia mucilaginosa 26 0.01%
Bacteria Firmicutes Clostridia Clostridiales Catabacteriaceae Catabacter hongkongensis 26 0.01%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Oscillibacter valericigenes 26 0.01%
Bacteria Firmicutes Clostridia Clostridiales Gracilibacteraceae - - 26 0.01%
Bacteria Chloroflexi Caldilineae Caldilineales Caldilineaceae - - 25 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia wexlerae 24 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Roseburia intestinalis 24 0.01%
Bacteria Firmicutes Erysipelotrichia Erysipelotrichales Erysipelotrichaceae Holdemania massiliensis 24 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Caloramator proteoclasticus 24 0.01%
Bacteria Firmicutes Bacilli L llal Str Streptococcus porcorum 24 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Clostridium hathewayi 23 0.01%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Porphyromonadaceae Porphyromonas bennonis 23 0.01%
Bacteria Firmicutes Negativicutes Selenomonadales Veillonellaceae Sporomusa intestinalis 23 0.01%
Bacteria P ia Gammaproteot ia Enterobacteriales Enterobacteriaceae - - 23 0.01%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Porphyromonadaceae Parabacteroides - 22 0.01%
Bacteria Cyanobacteria/Chloropla Cyanobacteria Unclassified Family_VIII GpVill - 22 0.01%
Bacteria Firmicutes Clostridia Clostridiales Peptostreptococcaceae Acetoanaerobium noterae 22 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Lachnoanaerobaculum - 22 0.01%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Intestinibacillus massiliensis 22 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Clostridium polysaccharolyticum 21 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Shuttleworthia satelles 21 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_XIII Mogibacterium - 21 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Clostridium sp. 21 0.01%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Prevotellaceae Prevotella bergensis 20 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Lachnoanaerobaculum umeaense 20 0.01%
Bacteria Firmicutes Bacilli L llal Str - - 20 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus catus 19 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Eubacterium cellulosolvens 19 0.01%
Bacteria Firmicutes Negativicutes Selenomonadales Acidaminococcaceae - - 19 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Caloramator australicus 19 0.01%
Bacteria Firmicutes Negativicutes Selenomonadales Veillonellaceae Dialister - 19 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_XI Anaerococcus - 18 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus comes 18 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_2 Alkaliphilus - 18 0.01%
Bacteria Firmicutes Negativicutes Selenomonadales Veillonellaceae Megasphaera - 18 0.01%
Bacteria Firmicutes Clostridia Clostridiales Gracilibacteraceae Gracilibacter thermotolerans 7 0.01%
Bacteria Cyanobacteria/Chloropla Chloroplast Unclassified Chloroplast Streptophyta - 17 0.01%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Acetivibrio cellulolyticus 17 0.01%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Acetanaerobacterium elongatum 17 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Clostridium nexile 17 0.01%
Archaea Euryarchaeota Methanobacteria Methanobacteriales Methanobacteriaceae - - 17 0.01%
Bacteria Firmicutes Clostridia Clostridiales Eubacteriaceae Eubacterium sulci 16 0.01%
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Bacteria Proteobacteria - N N - - 0.01%

Bacteria Firmicutes Clostridia Thermoanaer Thermoanaer Caldinitratiruptor microaerophilus 16 0.01%
Bacteria Verrucomicrobia - N N - - 16 0.01%
Bacteria Bacteroidetes Bacteroidia Bacteroidales - - - 16 0.01%
Bacteria Firmicutes Clostridia Clostridiales Eubacteriaceae Eubacterium pyruvativorans 15 0.01%
Bacteria Actinobacteria Actinobacteria Cori Cori Cryptobacterium - 15 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Thermobrachium celere 15 0.01%
Bacteria Tenericutes Mollicutes Mycoplasmatales Mycoplasmataceae Mycoplasma conjunctivae 15 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Robinsoniella peoriensis 15 0.01%
Bacteria Firmicutes Bacilli Ls llal Enteroc Enterococcus sp. 15 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_XI Tepidimicrobium - 15 0.01%
Bacteria Firmicutes Bacilli L llal L [ Lactobacillus sakei 15 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_incertae_sedis Proteiniborus ethanoligenes 15 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_XIII lleibacterium massiliense 14 0.01%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides acidifaciens 14 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_XVII Sulfobacillus benefaciens 13 0.01%
Bacteria Synergistetes Synergistia Synergistales Synergistaceae Cloacibacillus porcorum 13 0.01%
Bacteria Firmicutes Bacilli L llal Str Streptococcus gordonii 13 0.01%
Bacteria Firmicutes Bacilli Lactobacillales N - - 13 0.01%
Bacteria Firmicutes Clostridia Clostridiales Eubacteriaceae Garciella nitratireducens 13 0.01%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Porphyromonadaceae Culturomica massiliensis 13 0.01%
Bacteria Verrucomicrobia Verrucomicrobiae Verrucomicrobiales - - - 13 0.01%
Bacteria Actinobacteria Actinobacteria Coriobacteriales Coriobacteriaceae Slackia faecicanis 13 0.01%
Bacteria Firmicutes Negativicutes Selenomonadales Veillonellaceae - - 13 0.01%
Bacteria Proteobacteria Deltaproteobacteria Desulfovibrionales Desulfomicrobiaceae Desulfomicrobium thermophilum 12 0.01%
Bacteria Firmicutes Clostridia Clostridiales Peptoniphilaceae Fenollaria massiliensis 12 0.01%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Clostridium clariflavum 12 0.01%
Bacteria Firmicutes Bacilli Lactobacillales Leuconostocaceae Leuconostoc gasicomitatum 12 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_XI Parvimonas micra 12 0.01%
Bacteria Actinobacteria Actinobacteria Cori Cori Slackia exigua 12 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Hespellia porcina n 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Herbinix hemicellulosilytica n 0.01%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Prevotellaceae Prevotella copri n 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_XI - - n 0.01%
Bacteria Proteobacteria Gammaproteobacteria - - - - n 0.01%
Bacteria Firmicutes Bacilli L llal Carr i Granulicatella - n 0.01%
Bacteria Tenericutes Mollicutes Acholeplasmatales Acholeplasmataceae Acholeplasma equifetale 10 0.01%
Bacteria Firmicutes Bacilli Lactobacillales Leuconostocaceae Weissella - 10 0.01%
Bacteria Actinobacteria Actinobacteria Actinomycetales Actinomycetaceae Actinomyces hongkongensis 10 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Syntrophococcus sucromutans 10 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Sporobacterium olearium 10 0.01%
Bacteria Firmicutes Clostridia Clostridiales Eubacteriaceae Eubacterium aggregans 10 0.01%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Intestinimonas - 10 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium tertium 10 0.01%
Bacteria Firmicutes Bacilli Bacillales Alicyclobacillaceae Alicyclobacillus - 9 0.01%
Bacteria Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae - - 9 0.01%
Bacteria Proteobacteria Gammaproteobacteria Xanthomonadales - - - 9 0.01%
Bacteria Firmicutes Clostridia Clostridiales Peptostreptococcaceae Acetoanaerobium - 9 0.01%
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Bacteria Firmicutes Bacilli Lactobacillales Streptococcaceae Streptococcus sanguinis 0.01%
Bacteria Firmicutes Negativicutes Selenomonadales Veillonellaceae Megasphaera micronuciformis 9 0.01%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Rikenellaceae - - 9 0.01%
Bacteria Firmicutes Clostridia Clostridiales Peptostreptococcaceae - - 9 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Marvinbryantia formatexigens 9 0.01%
Bacteria Firmicutes Bacilli L llal Enteroc Enterococcus - 9 0.01%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Ruminococcus callidus 9 0.01%
Bacteria Verrucomicrobia Spartobacteria Unclassified Unclassified - 9 0.01%
Soartobacteria genera incertae sedis
Bacteria Firmicutes Erysipelotrichia Erysipelotrichales Erysipelotrichaceae Breznakia pachnodae 8 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Youngiibacter - 8 0.01%
Bacteria Proteobacteria Gammaproteobacteria Oceanospirillales Halomonadaceae Halomonas cibimaris 8 0.01%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Porphyromonadaceae Barnesiella - 8 0.01%
Bacteria Actinobacteria Actinobacteria Actinomycetales - - - 8 0.01%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides caecimuris 8 0.01%
Bacteria Firmicutes Clostridia Clostridiales Unclassified Vallitalea - 8 0.01%
Bacteria Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae Sphingobacterium - 8 0.01%
Bacteria Firmicutes Bacilli Bacillales Paenibacillaceae_1 Paenibacillus - 8 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium chartatabidum 8 0.01%
Bacteria Firmicutes Clostridia Clostridiales Eubacteriaceae Irregularibacter muris 8 0.01%
Bacteria Actinobacteria Actinobacteria Actinomycetales Corynebacteriaceae Corynebacterium durum 8 0.01%
Bacteria Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae Pedobacter - 7 0.01%
Bacteria P ia Gammaproteot ia Enterobacteriales Enterobacteriaceae Escherichia/Shigella - 7 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Extibacter muris 7 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Catonella morbi 7 0.01%
Bacteria Firmicutes Clostridia Thermoanaerobacterales Thermoanaerobacteraceae Firmicutes bacterium 7 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_XI Clostridium_XII - 7 0.01%
Bacteria Firmicutes Bacilli Lactobacillales Lactobacillaceae Lactobacillus algidus 7 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Lachnospiraceae bacterium 7 0.01%
Bacteria Firmicutes Bacilli Lactobacillales Enterococcaceae - - 7 0.01%
Bacteria Firmicutes Clostridia Clostridiales Heliobacteriaceae Heliophilum - 7 0.01%
Bacteria Candidatus_Saccharibact Unclassified Unclassified Unclassified ™7 phylum 7 0.01%
Bacteria Actinobacteria Actinobacteria Cori Cori Atopobium parvulum 7 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Anaerostipes sp. 7 0.01%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Clostridium alkalicellulosi 7 0.01%
Bacteria Acidobacteria - N N - - 7 0.01%
Bacteria Firmicutes Bacilli Bacillales Thermoactinomycetaceae_1 - - 6 0.01%
Bacteria Actinobacteria Actinobacteria Actinomycetales Actinomycetaceae Actinomyces massiliensis 6 0.01%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Porphyromonadaceae Butyricimonas - 6 0.01%
Bacteria Chloroflexi Caldilineae Caldilineales Caldilineaceae Litorilinea aerophila 6 0.01%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Clostridium thermosuccinogenes 6 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Pseudobutyrivibrio - 6 0.01%
Bacteria Firmicutes Clostridia Clostridiales Peptococcaceae_1 Desulfosporosinus - 6 0.01%
Bacteria Acidobacteria Acidobacteria_Gp3 Unclassified Unclassified uncultured eubacterium 6 0.01%
Bacteria Armatimonadetes Chthonomonadetes Chthonomonadales Chthonomonadaceae Chthonomonas/Armatimonadetes_gp - 6 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_3 Brassicibacter mesophilus 6 0.01%
Bacteria Verrucomicrobia Spartobacteria Unclassified Unclassified - - 6 0.01%
Bacteria Firmicutes Erysipelotrichia Erysipelotrichales Erysipelotrichaceae Faecalicoccus acidiformans 6 0.01%
Bacteria Firmicutes Negativicutes Selenomonadales Veillonellaceae Megamonas funiformis 6 0.01%
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Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium pasteurianum 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_X| Finegoldia - 6 0.01%
Bacteria Firmicutes Clostridia Clostridiales Peptostreptococcaceae Clostridium_XI - 6 0.01%
Bacteria Firmicutes Clostridia Clostridiales Eubacteriaceae Aminicella lysinilytica 6 0.01%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides thetaiotaomicron(NR_112142.1) 6 0.01%
Bacteria Firmicutes Erysipelotrichia Erysipelotrichales Erysipelotrichaceae Solobacterium - 6 0.01%
Bacteria Firmicutes Clostridia Clostridiales Eubacteriaceae - - 5 0.01%
Bacteria Firmicutes Erysipelotrichia Erysipelotrichales Erysipelotrichaceae Holdemania filiformis 5 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Johnsonella ignava 5 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_XI Dethiosulfatibacter aminovorans 5 0.01%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Porphyromonadaceae Dysgonomonas alginatilytica 5 0.01%
Bacteria Firmicutes Negativicutes Selenomonadales Veillonellaceae Dialister pneumosintes 5 0.01%
Bacteria Proteobacteria Gammaproteobacteria Pasteurellales Pasteurellaceae Haemophilus parainfluenzae 5 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Caloramator coolhaasii 5 0.01%
Bacteria Firmicutes Clostridia Clostridiales Peptostreptococcaceae Terrisporobacter - 5 0.01%
Bacteria Candidatus_Saccharibact Unclassified Unclassified Unclassified ™7 phylum(AF432141) 5 0.01%
Bacteria Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae - - 5 0.01%
Bacteria Firmicutes Bacilli Bacillales Listeriaceae Brochothrix - 5 0.01%
Bacteria Actinobacteria Actinobacteria Actinomycetales Streptomycetaceae Streptomyces auratus 5 0.01%
Bacteria Firmicutes Negativicutes Selenomonadales Veillonellaceae Dialister micraerophilus 5 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium swellfunianum 5 0.01%
Bacteria Firmicutes Bacilli Bacillales Bacillales_Incertae_Sedis_X| Gemella asaccharolytica 5 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_3 Sporosalibacterium faouarense 5 0.01%
Bacteria Actinobacteria Actinobacteria Cori Cori Collinsella - 5 0.01%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Prevotellaceae Massiliprevotella massiliensis 5 0.01%
Bacteria P ia Epsilonpi bacteria Campyl I Campyl Campylobacter ureolyticus 5 0.01%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Clostridium sufflavum 4 0.01%
Bacteria Firmicutes Clostridia Thermoanaerobacterales Thermodesulfobiaceae Thermodesulfobium narugense 4 0.01%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Marinilabiliaceae - - 4 0.01%
Bacteria Verrucomicrobia Spartobacteria Unclassified Unclassified uncultivated soil 4 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium cadaveris 4 0.01%
Bacteria Firmicutes Clostridia Clostridiales Peptostreptococcaceae Peptostreptococcus - 4 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_XI Clostridium purinilyticum 4 0.01%
Bacteria Actinobacteria Actinobacteria Cori Cori Atopobium - 4 0.01%
Bacteria Firmicutes Bacilli Lactobacillales Enterococcaceae Enterococcus italicus 4 0.01%
Bacteria Verrucomicrobia Opitutae Opitutales Opitutaceae - - 4 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_3 Senegalia massiliensis 4 0.01%
Bacteria Firmicutes Clostridia Clostridiales Unclassified Natranaerovirga hydrolytica 4 0.01%
Bacteria Proteobacteria Deltaproteobacteria Desulfovibrionales Desulfovibrionaceae Desulfovibrio - 4 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_X| Finegoldia magna(NR_115511.1) 4 0.01%
Bacteria Proteobacteria Epsilonproteobacteria Campylobacterales Helicobacteraceae Helicobacter - 4 0.01%
Bacteria Acidobacteria Holophagae Holophagales Holophagaceae - - 4 0.01%
Bacteria Actinobacteria Actinobacteria Actinomycetales Dietziaceae Dietzia - 4 0.01%
Bacteria Verrucomicrobia Verrucomicrobiae Verrucomicrobiales Verrucomicrobiaceae Verrucomicrobium spinosum 4 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_XI Anaerosalibacter - 4 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridiaceae bacterium 4 0.01%
Bacteria Bacteroidetes Flavobacteriia Flavobacteriales Flavobacteriaceae - - 4 0.01%
Bacteria Actinobacteria Actinobacteria Bifidobacteriales Bifidobacteriaceae Bifidobacterium adolescentis 4 0.01%
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Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Clostridium_XIVb - 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Clostridium xylanovorans 4 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia stercoris 4 0.01%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Porphyromonadaceae Odoribacter - 4 0.01%
Bacteria Firmicutes Clostridia Clostridiales Peptostreptococcaceae Clostridium litorale 4 0.01%
Bacteria Tenericutes Mollicutes - - - - 4 0.01%
Bacteria Proteobacteria Epsilonproteobacteria Nautiliales Nautiliaceae Lebetimonas acidiphila 4 0.01%
Bacteria Actinobacteria Actinobacteria Euzebyales Euzebyaceae Euzebya tangerina 4 0.01%
Archaea Euryarchaeota Methanobacteria Methanobacteriales Methanobacteriaceae Methanobacterium - 4 0.01%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Prevotellaceae Prevotella timonensis 4 0.01%
Bacteria Verrucomicrobia Verrucomicrobiae Verrucomicrobiales Verrucomicrobiaceae Roseimicrobium gellanilyticum 4 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus eutactus 4 0.01%
Bacteria Firmicutes Negativicutes Selenomonadales Acidaminococcaceae Succiniclasticum ruminis 4 0.01%
Bacteria Actinobacteria Actinobacteria - - - - 4 0.01%
Bacteria Firmicutes Bacilli Lactobacillales Lactobacillaceae Lactobacillus composti 4 0.01%
Bacteria Firmicutes Negativicutes Selenomonadales Veillonellaceae Acetonema longum 4 0.01%
Bacteria Tenericutes Mollicutes Acholeplasmatales Acholeplasmataceae Acholeplasma hippikon 4 0.01%
Bacteria Firmicutes Clostridia Clostridiales Peptostreptococcaceae Peptostreptococcaceae.incertae_sedi 4 0.01%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Prevotellaceae Prevotella scopos 4 0.01%
Bacteria Actinobacteria Actinobacteria Cori Cori Cryptobacterium curtum 4 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium quinii 3 0.01%
Bacteria Firmicutes Bacilli L llal Carr i - - 3 0.01%
Bacteria Armatimonadetes Unclassified Unclassified Unclassified Armatimonadetes_gp4 - 3 0.01%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Porphyromonadaceae Dysgonomonas - 3 0.01%
Bacteria Proteobacteria Deltaproteobacteria Bdellovibrionales Pseudobacteriovoracaceae Bdellovibrionales bacterium 3 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_XVIIl Symbiobacterium - 3 0.01%
Bacteria Actinobacteria Actinobacteria Coriobacteriales Coriobacteriaceae Atopobium deltae 3 0.01%
Bacteria Chloroflexi Thermomicrobia Sphaerobacterales Sphaerobacteraceae Sphaerobacter - 3 0.01%
Bacteria Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae Gluconacetobacter hansenii 3 0.01%
Bacteria Actinobacteria Actinobacteria Cori Cori Gordonibacter sp. 3 0.01%
Bacteria Firmicutes Clostridia Clostridiales Peptostreptococcaceae Clostridium sp. 3 0.01%
Bacteria Firmicutes Bacilli Bacillales Bacillaceae_2 - - 3 0.01%
Bacteria Proteobacteria Gammaproteobacteria Vibrionales Vibrionaceae Photobacterium phosphoreum 3 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_XVI Carboxydocella - 3 0.01%
Bacteria Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae Rhodanobacter - 3 0.01%
Bacteria Firmicutes Clostridia Clostridiales Defluviitaleaceae Defluviitalea saccharophila 3 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_llI Tepidanaerobacter - 3 0.01%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides clarus 3 0.01%
Bacteria Firmicutes Clostridia Clostridiales Unclassified Natranaerovirga - 3 0.01%
Bacteria Verrucomicrobia Spartobacteria Unclassified Unclassified Xiphinematobacter - 3 0.01%
Bacteria Firmicutes Clostridia Thermoanaerobacterales Thermoanaerobacteraceae Gelria glutamica 3 0.01%
Bacteria P ia Alphapr i Caulot ale: Hyphomonadaceae - - 3 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Anaerobium acetethylicum 3 0.01%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Porphyromonadaceae Macellibacteroides - 3 0.01%
Bacteria Verrucomicrobia Verrucomicrobiae Verrucomicrobiales Verrucomicrobiaceae Brevifollis gellanilyticus 3 0.01%
Bacteria Firmicutes Clostridia Clostridiales Unclassified Vallitalea pronyensis 3 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium saccharobutylicum 3 0.01%
Bacteria P ia Gammaproteot ia Thiotrichales Piscirickettsiaceae Sulfurivirga caldicuralii 3 0.01%
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Bacteria Firmicutes Erysipelotrichia Erysipelotrichales Erysipelotrichaceae Holdemania - 0.01%
Bacteria Firmicutes Clostridia Clostridiales Peptococcaceae_2 Sporotomaculum hydroxybenzoicum 3 0.01%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_XI Helcococcus - 3 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Clostridium colinum 3 0.01%
Bacteria Firmicutes Bacilli Lactobacillales Enterococcaceae Vagococcus lutrae 3 0.01%
Bacteria Firmicutes Bacilli Ls llal Carr i Granulicatella elegans 3 0.01%
Bacteria Bacteroidetes Flavobacteriia Flavobacteriales Flavobacteriaceae Winogradskyella psychrotolerans 3 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Oribacterium - 3 0.01%
Bacteria Firmicutes Bacilli Lactobacillales Carnobacteriaceae Desemzia incerta 3 0.01%
Bacteria P ia Gammaproteot ia Chromatiales Ectothiorhodospiraceae Ectothiorhodospira - 3 0.01%
Bacteria Proteobacteria Betaproteobacteria Burkholderiales Sutterellaceae Sutterella - 3 0.01%
Bacteria Firmicutes Negativicutes Selenomonadales Veillonellaceae Anaeromusa acidaminophila 3 0.01%
Bacteria Firmicutes Clostridia Clostridiales Eubacteriaceae Acetobacterium - 3 0.01%
Archaea Euryarchaeota Methanobacteria Methanobacteriales Methanobacteriaceae Methanobrevibacter woesei 3 0.01%
Bacteria Actinobacteria Actinobacteria Actinomycetales Actinomycetaceae Actinomyces suimastitidis 3 0.01%
Bacteria Actinobacteria Actinobacteria Cori Cori Atopobium minutum 3 0.01%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Eisenbergiella massiliensis 3 0.01%
Bacteria Firmicutes Negativicutes Selenomonadales Veillonellaceae Veillonella dispar 3 0.01%
Bacteria Firmicutes Bacilli Bacillales Bacillales_Incertae_Sedis_X Thermicanus aegyptius 3 0.01%
Bacteria Chloroflexi Thermoflexia Thermoflexales Thermoflexaceae Thermoflexus hugenholtzii 2 0.00%
Bacteria Firmicutes Bacilli Lactobacillales Streptococcaceae Streptococcus parauberis 2 0.00%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Prevotellaceae Prevotella bivia 2 0.00%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Ruminococcus flavefaciens 2 0.00%
Bacteria Cyanobacteria/Chloropla Chloroplast Unclassified Chloroplast Draba nemorosa 2 0.00%
Bacteria Armatimonadetes Unclassified Unclassified Unclassified - - 2 0.00%
Bacteria Armatimonadetes Unclassified Unclassified Unclassified uncultured bacterium(EU135017) 2 0.00%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Flavonifractor - 2 0.00%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Prevotellaceae - - 2 0.00%
Bacteria Proteobacteria Gammaproteobacteria Oceanospirillales Halomonadaceae Halomonas - 2 0.00%
Bacteria Actinobacteria Actinobacteria Actinomycetales Micrococcaceae Kocuria - 2 0.00%
Bacteria Firmicutes Negativicutes Selenomonadales - - - 2 0.00%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_X| Anaerococcus lactolyticus 2 0.00%
Bacteria Firmicutes Bacilli Lactobacillales Lactobacillaceae Pediococcus - 2 0.00%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium chauvoei 2 0.00%
Bacteria Firmicutes Bacilli Lactobacillales Lactobacillaceae Lactobacillus delbrueckii 2 0.00%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Rikenellaceae Mucinivorans hirudinis 2 0.00%
Bacteria Proteobacteria Deltaproteobacteria Desulfurellales Desulfurellaceae Hippea - 2 0.00%
Bacteria Actinobacteria Actinobacteria Actinomycetales Actinomycetaceae Actinomyces ruminicola 2 0.00%
Bacteria Firmicutes Clostridia Clostridiales Peptococcaceae_2 Desulfotomaculum australicum 2 0.00%
Bacteria Tenericutes Mollicutes Acholeplasmatales Acholeplasmataceae Acholeplasma vituli 2 0.00%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_XI Sedimentibacter hydroxybenzoicus 2 0.00%
Bacteria P ia Betaproteot ia Burkholderiales Sutterellaceae - - 2 0.00%
Bacteria Firmicutes Negativicutes Selenomonadales Veillonellaceae Megasphaera massiliensis 2 0.00%
Bacteria Actinobacteria Actinobacteria Actinomycetales Micrococcaceae Sinomonas - 2 0.00%
Bacteria Firmicutes Clostridia Clostridiales Peptococcaceae_1 Peptococcus niger 2 0.00%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Butyrivibrio hungatei 2 0.00%
Bacteria Firmicutes Clostridia Halanaerobiales Halobacteroidaceae Sporohalobacter - 2 0.00%
Bacteria P ia Gammaproteot ia Unclassified Thiohalorhabdus denitrificans 2 0.00%

Gammaproteobacteria_incerta
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Bacteria Verrucomicrobia Verrucomicrobiae Verrucomicrobiales Verrucomicrobiaceae Haloferula rosea 0.00%
Bacteria Firmicutes Clostridia Clostridiales Peptostreptococcaceae Filifactor villosus 2 0.00%
Bacteria Actinobacteria Actinobacteria Actinomycetales Micrococcaceae Rothia dentocariosa 2 0.00%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_X| Sedimentibacter hongkongensis 2 0.00%
Bacteria Unclassified Unclassified Unclassified uncultured candidate 2 0.00%

Candidatus_Saccharibact

Bacteria Actinobacteria Actinobacteria Cori Cori Olsenella uli 2 0.00%
Bacteria Firmicutes Bacilli Lactobacillales Aerococcaceae Facklamia sourekii 2 0.00%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Caloramator boliviensis 2 0.00%
Bacteria Synergistetes Synergistia Synergistales Synergistaceae Fretibacterium fastidiosum 2 0.00%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_3 Caldisalinibacter kiritimatiensis 2 0.00%
Bacteria Firmicutes Bacilli Bacillales Thermoactinomycetaceae_1 Marininema - 2 0.00%
Bacteria P ia Alphapr i Rhodospirillales Acetobacteraceae - - 2 0.00%
Bacteria Firmicutes Clostridia Clostridiales Heliobacteriaceae Hydrogenispora ethanolica 2 0.00%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Prevotellaceae Prevotella dentalis 2 0.00%
Bacteria Proteobacteria Gammaproteobacteria Pasteurellales Pasteurellaceae Haemophilus sputorum 2 0.00%
Bacteria Firmicutes Bacilli - - - - 2 0.00%
Bacteria Chlorobi Chlorobia Chlorobiales Chlorobiaceae Chloroherpeton - 2 0.00%
Bacteria P ia Alphapr i Rhizobiales Methylobacteriaceae Methylobacterium - 2 0.00%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Acetitomaculum ruminis 2 0.00%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Prolixibacteraceae - - 2 0.00%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Porphyromonadaceae Porphyromonas uenonis 2 0.00%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Roseburia cecicola 2 0.00%
Bacteria Firmicutes Bacilli Lactobacillales Enterococcaceae Enterococcus camelliae 2 0.00%
Bacteria P ia Gammaproteot ia Xanthomonadales Algiphilaceae gamma proteobacterium 2 0.00%
Bacteria Unclassified Unclassified Unclassified ™7 phylum(AF385568) 2 0.00%

Candidatus_Saccharibact

Bacteria Firmicutes Clostridia Clostridiales Peptococcaceae_1 - - 2 0.00%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Prevotellaceae Prevotella saccharolytica 2 0.00%
Bacteria Elusimicrobia Elusimicrobia Elusimicrobiales Elusimicrobiaceae Elusimicrobium minutum 2 0.00%
Bacteria Firmicutes Clostridia Clostridiales Peptostreptococcaceae Clostridium difficile 2 0.00%
Bacteria Acidobacteria Acidobacteria_Gp3 Unclassified Unclassified uncultured Acidobacteria 2 0.00%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_XI Soehngenia saccharolytica 2 0.00%
Bacteria Firmicutes Negativicutes Selenomonadales Acidaminococcaceae Phascolarctobacterium succinatutens 2 0.00%
Bacteria Spirochaetes Spirochaetia Spirochaetales Leptospiraceae Leptonema illini 2 0.00%
Bacteria Firmicutes Erysipelotrichia Erysipelotrichales Erysipelotrichaceae Eubacterium biforme 2 0.00%
Bacteria Unclassified Unclassified Unclassified 2 0.00%

Candidatus_Saccharibact Saccharibacteria_genera_incertae_sed

Bacteria Firmicutes Negativicutes Selenomonadales Veillonellaceae Dialister succinatiphilus 2 0.00%
Bacteria Bacteroidetes Cytophagia Cytophagales Cyclobacteriaceae Indibacter alkaliphilus 2 0.00%
Bacteria P ia Alphapr i Rhodospirillales Rhodospirillaceae Azospirillum - 2 0.00%
Bacteria Acidobacteria Acidobacteria_Gp17 Unclassified Unclassified uncultured Acidobacteria 2 0.00%
Bacteria Armatimonadetes Chthonomonadetes Chthonomonadales Chthonomonadaceae uncultured bacterium 2 0.00%
Bacteria Armatimonadetes Unclassified Unclassified Unclassified uncultured candidate 2 0.00%
Bacteria Firmicutes Bacilli Lactobacillales Leuconostocaceae Leuconostoc carnosum 2 0.00%
Bacteria Actinobacteria Actinobacteria Coriobacteriales Coriobacteriaceae Paraeggerthella hongkongensis 2 0.00%
Bacteria Firmicutes Clostridia Clostridiales Peptostreptococcaceae Clostridium caminithermale 2 0.00%
Bacteria Firmicutes Bacilli Lactobacillales Streptococcaceae Streptococcus minor 2 0.00%
Bacteria Actinobacteria Actinobacteria Cori Cori Slackia isoflavoniconvertens 2 0.00%
Bacteria Armatimonadetes Unclassified Unclassified Unclassified uncultured bacterium 2 0.00%
Bacteria Firmicutes Bacilli L llal Enteroc Vagococcus penaei 2 0.00%
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Bacteria Firmicutes Bacilli Lactobacillales Leuconostocaceae Leuconostoc pseudomesenteroides 0.00%
Bacteria P ia Betaproteot ia Burkholderiales - - - 2 0.00%
Bacteria Cyanobacteria/Chloropla Chloroplast Unclassified Chloroplast Lactuca sativa 2 0.00%
Bacteria Firmicutes Negativicutes Selenomonadales Veillonellaceae Selenomonas flueggei 2 0.00%
Bacteria Bacteroidetes Sphingobacteriia Sphingobacteriales - - - 2 0.00%
Bacteria Firmicutes Bacilli Bacillales Paenibacillaceae_1 Cohnella laeviribosi 2 0.00%
Bacteria Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae Pseudopedobacter - 2 0.00%
Bacteria Firmicutes Bacilli Bacillales Bacillaceae_1 Geobacillus debilis 2 0.00%
Bacteria Synergistetes Synergistia Synergistales Synergistaceae Dethiosulfovibrio salsuginis 1 0.00%
Archaea - - - - - - 1 0.00%
Bacteria Firmicutes Negativicutes Selenomonadales Veillonellaceae Propionispora - 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_3 - - 1 0.00%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Porphyromonadaceae Parabacteroides chinchillae 1 0.00%
Bacteria Actinobacteria Actinobacteria Actinomycetales Corynebacteriaceae Corynebacterium - 1 0.00%
Bacteria Proteobacteria Gammaproteobacteria Pseudomonadales Moraxellaceae Psychrobacter - 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Stomatobaculum longum 1 0.00%
Bacteria Actinobacteria Actinobacteria Actinomycetales Pseudonocardiaceae Saccharopolyspora - 1 0.00%
Bacteria Actinobacteria Actinobacteria Cori Cori Olsenella sp. 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Pseudoflavonifractor phocaeensis 1 0.00%
Bacteria Firmicutes Bacilli Bacillales Bacillales_incertae_sedis Caldalkalibacillus thermarum 1 0.00%
Bacteria Proteobacteria Gammaproteobacteria Thiotrichales Piscirickettsiaceae Methylophaga - 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium sp. 1 0.00%
Bacteria Hydrogenedentes Unclassified Unclassified Unclassified uncultured bacterium 1 0.00%
Bacteria Acidobacteria Acidobacteria_Gp16 Unclassified Unclassified uncultured Acidobacteria(EF457456) 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_XIII Eubacterium saphenum 1 0.00%
Bacteria Armatimonadetes Armatimonadia Armatimonadales Armatimonadaceae Armatimonas/Armatimonadetes_gp1 - 1 0.00%
Bacteria Firmicutes Bacilli Lactobacillales Lactobacillaceae Lactobacillus oryzae 1 0.00%
Bacteria Cyanobacteria/Chloropla Chloroplast Unclassified Chloroplast Daucus carota 1 0.00%
Bacteria Firmicutes Bacilli Bacillales Bacillales_incertae_sedis Bacillus schlegelii(NR_119308.1) 1 0.00%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Porphyromonadaceae Barnesiella viscericola 1 0.00%
Bacteria Chloroflexi Chloroflexia Chloroflexales Oscillochloridaceae Oscillochloris - 1 0.00%
Bacteria Firmicutes Erysipelotrichia Erysipelotrichales Erysipelotrichaceae Coprobacillus - 1 0.00%
Bacteria Actinobacteria Actinobacteria Actinomycetales Micrococcaceae Arthrobacter uratoxydans 1 0.00%
Bacteria Firmicutes Bacilli Bacillales Planococcaceae Chryseomicrobium - 1 0.00%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides paurosaccharolyticus 1 0.00%
Bacteria Firmicutes Clostridia Halanaerobiales Halobacteroidaceae - - 1 0.00%
Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylococcaceae Methyloglobulus morosus 1 0.00%
Bacteria Planctomycetes Planctomycetia Planctomycetales Planctomycetaceae Bythopirellula goksoyri 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_XIII Mogibacterium timidum 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Eubacteriaceae Alkalibacter saccharofermentans 1 0.00%
Bacteria Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae Mucilaginibacter - 1 0.00%
Bacteria Acidobacteria Acidobacteria_Gp20 Unclassified Unclassified uncultured Acidobacteria 1 0.00%
Bacteria Tenericutes Mollicutes Entomoplasmatales Spiroplasmataceae Spiroplasma - 1 0.00%
Bacteria Candidatus_Saccharibact Unclassified Unclassified Unclassified ™7 phylum(AF385500) 1 0.00%
Bacteria Bacteroidetes Cytophagia Cytophagales Cyclobacteriaceae Cyclobacterium - 1 0.00%
Bacteria Nitrospirae Nitrospira Nitrospirales Nitrospiraceae Nitrospira - 1 0.00%
Bacteria Firmicutes Clostridia Thermoanaerobacterales Thermoanaerobacteraceae Thermoanaerobacter brockii 1 0.00%
Bacteria Firmicutes Bacilli Bacillales Bacillales_incertae_sedis - - 1 0.00%
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Bacteria Verrucomicrobia Verrucomicrobiae Verrucomicrobiales Verrucomicrobiaceae Roseibacillus - 0.00%
Bacteria Firmicutes Bacilli Bacillales Paenibacillaceae_1 Paenibacillus panaciterrae 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Anaerosporobacter mobilis 1 0.00%
Bacteria Firmicutes Thermolithobacteria Thermolitt Thermolitt Thermolithobacter carboxydivorans 1 0.00%
Bacteria Acidobacteria Acidobacteria_Gp4 Unclassified Unclassified - - 1 0.00%
Bacteria BRC1 Unclassified Unclassified Unclassified uncultured soil 1 0.00%
Bacteria Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae Pedobacter nanyangensis 1 0.00%
Bacteria Acidobacteria Acidobacteria_Gp1 Unclassified Unclassified Gpl - 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Peptococcaceae_2 Desulfotomaculum alkaliphilum 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Peptostreptococcaceae Romboutsia ilealis 1 0.00%
Bacteria Acidobacteria Acidobacteria_Gp15 Unclassified Unclassified Gp15 - 1 0.00%
Bacteria P ia Alphapr i Rhizobiales Bradyrhizobiaceae Bradyrhizobium - 1 0.00%
Bacteria Actinobacteria Actinobacteria Actinomycetales Microbacteriaceae Rathayibacter - 1 0.00%
Bacteria Actinobacteria Actinobacteria Rubrot | Rubrot Rubrobacter bracarensis 1 0.00%
Bacteria Firmicutes Bacilli Lactobacillales Leuconostocaceae Leuconostoc fallax 1 0.00%
Bacteria Acidobacteria Acidobacteria_Gp25 Unclassified Unclassified uncultured soil 1 0.00%
Bacteria Proteobacteria Deltaproteobacteria Desulfurellales Desulfurellaceae Desulfurella - 1 0.00%
Bacteria Firmicutes Bacilli L llal Str Streptococcus danieliae 1 0.00%
Bacteria Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae Pedobacter sp. 1 0.00%
Bacteria P ia Betapr t ia Burkholderiales Oxalobacteraceae Herbaspirillum - 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Ruminococcaceae Clostridium thermocellum 1 0.00%
Bacteria Firmicutes Bacilli Bacillales Bacillaceae_2 Alkalibacillus flavidus 1 0.00%
Bacteria Proteobacteria Gammaproteobacteria Pseudomonadales Pseudomonadaceae Pseudomonas - 1 0.00%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides fluxus 1 0.00%
Bacteria Acidobacteria Acidobacteria_Gp5 Unclassified Unclassified uncultured soil 1 0.00%
Archaea Euryarchaeota Methanobacteria Methanobacteriales Methanobacteriaceae Methanothermobacter - 1 0.00%
Bacteria Armatimonadetes Armatimonadia Armatimonadales Armatimonadaceae uncultured soil 1 0.00%
Bacteria Firmicutes Negativicutes Selenomonadales Veillonellaceae Veillonella atypica 1 0.00%
Bacteria Bacteroidetes Sphingobacteriia Sphingobacteriales Chitinophagaceae Balneola - 1 0.00%
Bacteria P ia Alphapr i Rhodospirillales Acetobacteraceae Commensalibacter intestini 1 0.00%
Bacteria Bacteroidetes Flavobacteriia Flavobacteriales N - - 1 0.00%
Bacteria Firmicutes Bacilli L llal Str Streptococcus sp. 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Clostridium aminovalericum 1 0.00%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Marinilabiliaceae Marinilabilia salmonicolor 1 0.00%
Bacteria Actinobacteria Actinobacteria Coriobacteriales Coriobacteriaceae Enterorhabdus muris 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_IV Caldicoprobacter - 1 0.00%
Bacteria Actinobacteria Actinobacteria Actinomycetales Microbacteriaceae Microbacterium - 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Peptococcaceae_2 Pelotomaculum - 1 0.00%
Bacteria Firmicutes Bacilli Bacillales Thermoactinomycetaceae_1 Marininema halotolerans 1 0.00%
Bacteria Firmicutes Clostridia Thermoanaer Thermoanaer - - 1 0.00%
Bacteria Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae Tahibacter - 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Cellulosilyticum ruminicola 1 0.00%
Bacteria Firmicutes Bacilli Lactobacillales Aerococcaceae - - 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium ljungdahlii 1 0.00%
Bacteria Armatimonadetes Unclassified Unclassified Unclassified uncultured bacterium(AJ271047) 1 0.00%
Bacteria Actinobacteria Actinobacteria Cori Cori Slackia - 1 0.00%
Bacteria Proteobacteria Gammaproteobacteria Xanthomonadales Sinobacteraceae Nevskia - 1 0.00%
Bacteria Firmicutes Bacilli Bacillales Alicyclobacillaceae Alicyclobacillus pohliae 1 0.00%
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Bacteria Firmicutes Bacilli Lactobacillales Streptococcaceae Streptococcus orisratti 0.00%
Bacteria Bacteroidetes Cytophagia Cytophagales - - - 0.00%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides salanitronis 0.00%
Bacteria P ia Alphapr Rhodot ale: Rhodot aceae - - 0.00%
Archaea Euryarchaeota Halobacteria - - - - 0.00%
Bacteria P ia Alphapr Rick Rickettsiaceae Rickettsia - 0.00%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium collagenovorans 0.00%
Bacteria Gemmatimonadetes Gemmatimonadetes Gemmatimonadales Gemmatimonadaceae Gemmatirosa kalamazoonesis 0.00%
Bacteria Actinobacteria Actinobacteria Actinomycetales Streptomycetaceae Kitasatospora setae 0.00%
Bacteria Cyanobacteria/Chloropla Chloroplast Unclassified Chloroplast Jasminum nudiflorum 0.00%
Bacteria Firmicutes Clostridia Clostridiales Peptoniphilaceae Peptoniphilus methioninivorax 0.00%
Bacteria P ia Deltap! teria Desulfovibrionale: Desulfovibrionaceae Desulfovibrio sp. 0.00%
Bacteria Firmicutes Bacilli Bacillales Bacillaceae_2 Numidum massiliense 0.00%
Bacteria Acidobacteria Acidobacteria_Gp4 Unclassified Unclassified uncultured soil 0.00%
Bacteria Actinobacteria Actinobacteria Coriobacteriales Coriobacteriaceae Enorma timonensis 0.00%
Bacteria Firmicutes Bacilli L llal L l Lactobacillus amylotrophicus 0.00%
Bacteria Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae Pseudopedobacter saltans 0.00%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_XVIII Symbiobacterium terraclitae 0.00%
Bacteria Actinobacteria Actinobacteria Actinomycetales Mycobacteriaceae Mycobacterium - 0.00%
Bacteria P ia Gammapr ia Pasteurellales Pasteurellaceae Pasteurella - 0.00%
Bacteria Firmicutes Clostridia Clostridiales Peptoniphilaceae Peptoniphilus obesi 0.00%
Bacteria P ia Betapr t ia Nitrosomonadales Nitrosomonadaceae Nitrosomonas stercoris 0.00%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_3 Caloranaerobacter - 0.00%
Bacteria Firmicutes Clostridia Clostridiales Heliobacteriaceae Heliorestis - 0.00%
Bacteria Proteobacteria Deltaproteobacteria Desulfobacterales Desulfobacteraceae Desulfofaba fastidiosa 0.00%
Bacteria Bacteroidetes Flavobacteriia Flavobacteriales Flavobacteriaceae Psychroflexus sp. 0.00%
Archaea Euryarchaeota Methanobacteria Methanobacteriales Methanobacteriaceae Methanosphaera cuniculi 0.00%
Bacteria Verrucomicrobia Verrucomicrobiae Verrucomicrobiales Rubritaleaceae Rubritalea - 0.00%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides helcogenes 0.00%
Bacteria P ia Deltap! teria Desul Desul Desulforegula conservatrix 0.00%
Bacteria Chloroflexi Anaerolineae Anaerolineales Anaerolineaceae Anaerolinea thermolimosa 0.00%
Bacteria Fibrobacteres Chitinivibrionia Chitinivibrionales Chitinivibrionaceae Chitinispirillum alkaliphilum 0.00%
Bacteria Firmicutes Bacilli Bacillales Thermoactinomycetaceae_2 Novibacillus thermophilus 0.00%
Bacteria Firmicutes Bacilli L llal Str Streptococcus intermedius 0.00%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium oceanicum 0.00%
Bacteria Firmicutes Erysipelotrichia Erysipelotrichales Erysipelotrichaceae Massiliomicrobiota timonensis 0.00%
Bacteria Actinobacteria Actinobacteria Coriobacteriales Coriobacteriaceae Parvibacter caecicola 0.00%
Bacteria Bacteroidetes Sphingobacteriia Sphingobacteriales Saprospiraceae Lewinella - 0.00%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Oceanirhabdus sediminicola 0.00%
Bacteria Actinobacteria Actinobacteria Cori Cori Olsenella - 0.00%
Bacteria Proteobacteria Betaproteobacteria Burkholderiales Sutterellaceae Turicimonas muris 0.00%
Bacteria Firmicutes Clostridia Halanaerobiales Unclassified bacterium DY22613 0.00%
Bacteria Firmicutes Bacilli Lactobacillales Streptococcaceae Streptococcus marimammalium 0.00%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Prevotellaceae Marseilla massiliensis 0.00%
Bacteria Firmicutes Erysipelotrichia Erysipelotrichales Erysipelotrichaceae Erysipelotrichaceae_incertae_sedis - 0.00%
Bacteria Firmicutes Clostridia Thermoanaer Thermoanaer Thermoanaerobacter thermocopriae 0.00%
Bacteria Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae Roseomonas - 0.00%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus - 0.00%
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Bacteria Firmicutes Clostridia Clostridiales Peptococcaceae_1 Desulfitispora alkaliphila 0.00%
Bacteria Firmicutes Bacilli Bacillales Planococcaceae - - 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium histolyticum 1 0.00%
Bacteria Bacteroidetes Sphingobacteriia Sphingobacteriales Chitinophagaceae Flavisolibacter - 1 0.00%
Bacteria Proteobacteria Gammaproteobacteria Chromatiales Ectothiorhodospiraceae Thioalkalivibrio thiocyanoxidans 1 0.00%
Bacteria P ia Gammaproteot ia Chromatiales Ectothiorhodospiraceae Halorhodospira - 1 0.00%
Bacteria Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae Dyella - 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Peptococcaceae_2 Desulfotomaculum sp. 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium fallax 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Heliobacteriaceae Heliobacterium - 1 0.00%
Bacteria Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae Olivibacter - 1 0.00%
Bacteria Firmicutes Bacilli L llal L [ Lactobacillus fuchuensis 1 0.00%
Bacteria Proteobacteria Alphaproteobacteria Rhodospirillales Rhodospirillaceae Rhodospirillaceae bacterium 1 0.00%
Archaea Euryarchaeota Methanobacteria Methanobacteriales Methanobacteriaceae Methanobrevibacter boviskoreani 1 0.00%
Bacteria Firmicutes Bacilli Bacillales Bacillaceae_1 Bacillus aerius 1 0.00%
Bacteria Bacteroidetes Sphingobacteriia Sphingobacteriales Chitinophagaceae Niabella - 1 0.00%
Bacteria Acidobacteria Acidobacteria_Gp10 Unclassified Unclassified Holophaga sp. 1 0.00%
Bacteria Verrucomicrobia Spartobacteria Unclassified Unclassified Xiphinematobacter brevicolli 1 0.00%
Bacteria Proteobacteria Alphaproteobacteria - - - - 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Anaerostipes butyraticus 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Cellulosilyticum lentocellum 1 0.00%
Bacteria Firmicutes Bacilli L llal Str Streptococcus pluranimalium 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Clostridium populeti 1 0.00%
Bacteria Firmicutes Bacilli L llal Str Streptococcus mutans 1 0.00%
Bacteria Proteobacteria Alphaproteobacteria Rhodospirillales Acetobacteraceae Roseococcus thiosulfatophilus 1 0.00%
Bacteria P ia Alphapr i Rhodospirillales Acetobacteraceae Gluconacetobacter - 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Peptostreptococcaceae Sporacetigenium mesophilum 1 0.00%
Bacteria Actinobacteria Actinobacteria Actinomycetales Actinomycetaceae Mobiluncus mulieris 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium septicum 1 0.00%
Archaea Euryarchaeota Methanobacteria Methanobacteriales Methanobacteriaceae Methanosphaera - 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Heliobacteriaceae - - 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Peptococcaceae_2 - - 1 0.00%
Bacteria Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae Rudaea cellulosilytica 1 0.00%
Bacteria Firmicutes Clostridia Thermoanaer Thermoanaer Syntrophaceticus schinkii 1 0.00%
Bacteria Firmicutes Negativicutes Selenomonadales Veillonellaceae Megamonas hypermegale 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Bariatricus massiliensis 1 0.00%
Bacteria Actinobacteria Actinobacteria Actinomycetales Actinomycetaceae Actinomyces gerencseriae 1 0.00%
Bacteria Bacteroidetes Sphingobacteriia Sphingobacteriales Chitinophagaceae Niabella aurantiaca 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium cellulovorans 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_XII Guggenheimella bovis 1 0.00%
Bacteria Firmicutes Bacilli Lactobacillales Lactobacillaceae Pediococcus siamensis 1 0.00%
Bacteria Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae Sphingobacterium sp. 1 0.00%
Bacteria Actinobacteria Actinobacteria Coriobacteriales Coriobacteriaceae Atopobium rimae 1 0.00%
Bacteria P ia Gammaproteot ia Enterobacteriales Enterobacteriaceae Salmonella enterica 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Peptococcaceae_2 Desulfurispora thermophila 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium cylindrosporum 1 0.00%
Bacteria Acidobacteria Acidobacteria_Gp16 Unclassified Unclassified uncultured Acidobacteria 1 0.00%
Bacteria Bacteroidetes Cytophagia Cytophagales Cyclobacteriaceae Mongoliicoccus - 1 0.00%
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Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylococcaceae Methylomarinovum caldicuralii 0.00%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides plebeius 1 0.00%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides eggerthii 1 0.00%
Bacteria Firmicutes Bacilli Bacillales Bacillaceae_2 Pontibacillus halophilus 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_XVII Thermaerobacter - 1 0.00%
Bacteria Firmicutes Bacilli Lactobacillales Leuconostocaceae Fructobacillus fructosus 1 0.00%
Bacteria Bacteroidetes Sphingobacteriia Sphingobacteriales Unclassified Aliifodinibius - 1 0.00%
Bacteria Firmicutes Thermolithobacteria Thermolitt Thermolitt Thermolithobacter ferrireducens 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Peptostreptococcaceae Clostridium hiranonis 1 0.00%
Bacteria P ia Alphapr i Rhodospirillales Rhodospirillaceae Telmatospirillum siberiense 1 0.00%
Bacteria Bacteroidetes Cytophagia Cytophagales Cytophagaceae Emticicia - 1 0.00%
Bacteria P ia Betapr t ia Burkholderiales Comamonadaceae Pelomonas aquatica 1 0.00%
Bacteria Firmicutes Bacilli Bacillales Bacillaceae_2 Allobacillus halotolerans 1 0.00%
Bacteria Firmicutes Negativicutes Selenomonadales Veillonellaceae Pectinatus brassicae 1 0.00%
Bacteria candidate_division_ZB3 Unclassified Unclassified Unclassified uncultured low 1 0.00%
Bacteria Bacteroidetes Flavobacteriia Flavobacteriales Cryomorphaceae Cryomorpha ignava 1 0.00%
Bacteria Firmicutes Clostridia Thermoanaerobacterales Thermoanaerobacteraceae Limnochorda pilosa 1 0.00%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Marinilabiliaceae Cytophaga xylanolytica 1 0.00%
Bacteria Chlorobi Chlorobia Chlorobiales Chlorobiaceae Chlorobaculum - 1 0.00%
Bacteria P ia Gammaproteot ia Chromatiales Chromatiaceae Thermochromatium tepidum 1 0.00%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides fragilis 1 0.00%
Bacteria Firmicutes Clostridia Thermoanaer Thermoanaer Thermoanaerobacter acetoethylicus 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Clostridiales_Incertae_Sedis_XIll - - 1 0.00%
Bacteria Bacteroidetes Bacteroidia Bacteroidales Prevotellaceae Prevotella oralis 1 0.00%
Bacteria Proteobacteria Betaproteobacteria Burkholderiales Burkholderiaceae Limnobacter litoralis 1 0.00%
Bacteria P ia Gammapr t ia Oceanospirillales Hahellaceae Hahella antarctica 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Butyrivibrio - 1 0.00%
Bacteria Bacteroidetes Sphingobacteriia Sphingobacteriales Rhodothermaceae - - 1 0.00%
Bacteria Firmicutes Bacilli Bacillales Alicyclobacillaceae Alicyclobacillus herbarius 1 0.00%
Bacteria Actinobacteria Actinobacteria Actinomycetales Actinomycetaceae - - 1 0.00%
Bacteria Fibrobacteres Chitinivibrionia Chitinivibrionales Chitinivibrionaceae Chitinivibrio alkaliphilus 1 0.00%
Bacteria P ia Betaproteot ia Burkholderiales Sutterellaceae Duodenibacillus massiliensis 1 0.00%
Bacteria Acidobacteria Acidobacteria_Gp18 Unclassified Unclassified uncultured bacterium 1 0.00%
Bacteria P ia Alphapr i Rhodot ale: Rhodot aceae Pseudorhodobacter ferrugineus 1 0.00%
Bacteria Proteobacteria Alphaproteobacteria Alphaproteobacteria_incertae_ Unclassified Rhizomicrobium - 1 0.00%
Bacteria Acidobacteria Acidobacteria_Gp3 Unclassified Unclassified uncultured sponge 1 0.00%
Bacteria Bacteroidetes Cytophagia Cytophagales Flammeovirgaceae Thermonema - 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Parasporobacterium paucivorans 1 0.00%
Bacteria Actinobacteria Actinobacteria Bifidobacteriales Bifidobacteriaceae Neoscardovia arbecensis 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Lachnospiraceae Oribacterium sinus 1 0.00%
Bacteria Proteobacteria Alphaproteobacteria Rickettsiales Rickettsiaceae Rickettsia honei 1 0.00%
Bacteria P ia Alphapr i Rhodospirillales Rhodospirillaceae Elstera litoralis 1 0.00%
Bacteria Firmicutes Bacilli Bacillales Paenibacillaceae_2 Ammoniphilus - 1 0.00%
Bacteria Actinobacteria Actinobacteria Cori Cori Slackia piriformis 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium kogasensis 1 0.00%
Bacteria P ia Alphapr i Rhodot ale: Rhodot aceae Gemmobacter caeni 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Peptococcaceae_1 Desulfitibacter alkalitolerans 1 0.00%
Bacteria Firmicutes Clostridia Clostridiales Clostridiaceae_1 Clostridium gasigenes 1 0.00%

@ b iom a4m e Biomédico responsavel: Dr. Rafael Malagoli Rocha, MSc, PhD. CRBM: 15771-SP

Os dados contidos neste relatério necessitam de correlacao clinica, laboratorial e radiologica pra interpretacéo e uso na pratica clinica. Consulte sempre o seu profissional de satde.




Bacteria Firmicutes Bacilli Bacillales Thermoactinomycetaceae_1 Hazenella coriacea 0.00%
Bacteria Firmicutes Bacilli L llal Carr i Trichococcus flocculiformis 1 0.00%
Bacteria Firmicutes Bacilli Lactobacillales Lactobacillaceae Lactobacillus brantae 1 0.00%

@ b iom a4m e Biomédico responsavel: Dr. Rafael Malagoli Rocha, MSc, PhD. CRBM: 15771-SP

Os dados contidos neste relatério necessitam de correlacao clinica, laboratorial e radiologica pra interpretacéo e uso na pratica clinica. Consulte sempre o seu profissional de satde.






